Curriculum Vitae

Personal Data

Title Jun.-Prof. Dr.
First name Fabian
Name Mdaller

Current position

Junior professor (W1 with tenure track W2)

Current institution

Universitat des Saarlandes, Saarbriicken, Germany

Identifiers

Google Scholar:
https://scholar.google.de/citations?user=LmY4x80AAAAJ&hl=en

ORCID: 0000-0001-5809-2321

Qualifications and Career

Stages

Periods and Details

Junior Professor

Since 2021
Saarland University, Saarbricken, Germany

Postdoctoral researcher

2018 to 2021
William Greenleaf lab, Department of Genetics, Stanford University
School of Medicine, Stanford, California, USA

PhD (Dr. rer. nat.)

and postdoctoral
researcher

2010 to 2017

Thesis: “Analyzing DNA Methylation Signatures of Cell Identity”,
supervised by Prof. Dr. Dr. Thomas Lengauer and Dr. Christoph Bock,
Max Planck Institute for Informatics and Saarland University,
Saarbriicken, Germany

Visiting researcher

2009 to 2010 and summer 2011

Alexander Meissner lab, Department for Stem Cell and Regenerative
Biology, Harvard University and Broad Institute, Cambridge,
Massachusetts, USA

Master of Science

2008 to 2009

Thesis supervised by Prof. Dr. Dr. Thomas Lengauer,

Max Planck Institute for Informatics and Saarland University,
Saarbriicken, Germany

Bachelor of Science

2005 to 2008

Thesis supervised by Prof. Dr. Dr. Thomas Lengauer,

Max Planck Institute for Informatics and Saarland University,
Saarbriicken, Germany



https://scholar.google.de/citations?user=LmY4x8oAAAAJ&hl=en

Engagement in the Research System

Teaching activities

2021 - 2023  “Single-cell bioinformatics” (Master level course)
Course design and lead lecturer, Saarland University, Saarbricken, Germany

2021 - 2023 “Computational methods for epigenome analysis” (Master level course)
Course design and lead lecturer, Saarland University, Saarbricken, Germany

Organization of Scientific Meetings

2022 Member of organizing committee: “Advances in Single Cell Epigenomics 2022
(approx. 70 participants), Single-Cell Omics Germany (SCOG) Workshop,
Uberherrn, Germany

Institutional responsibilities

Since 2021 Faculty member, Saarland University, Saarbriicken, Germany

Since 2021 Graduate student advisor, Saarland University, Saarbriicken, Germany

Reviewing activity

Journal and conference reviewer for Bioinformatics, Bioinformatics Advances,

BMC Bioinformatics, BMC Genomics, Cell Reports Methods, Genome Biology, German
Conference on Bioinformatics (GCB), Nature Communications, Nucleic Acids Research
Memberships in Scientific Networks

Since 2021 Member, Research Network “Single-Cell Omics Germany (SCOG)”

Since 2018 Member, Research Network “Human Cell Atlas (HCA)”

Since 2012 Member, Research Network “International Human Epigenome Consortium (IHEC)”
2012 - 2017 Member, Research Network “Deutsches Epigenom Programm (DEEP)”

2011 -2016 Member, Research Network “BLUEPRINT Project”

Academic Distinctions

2019 - 2021  Postdoctoral Fellowship, Deutsche Forschungsgemeinschaft (DFG)
2014 Lindau Nobel Laureate Meeting Participation
2009 — 2010 Rotary Ambassadorial Scholarship, Rotary International

2009 Gunther-Hotz-Medal, Freunde der Saarbricker Informatik, e.V., Germany
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